
Full protein sequences are available in table format, arranged alphabetically and by location in the tree below.
H3s which are known or expected to be replication-coupled (RC) are separated from H3s which are known or expected to be replication-independent (RI).
A deduced sequence change is marked by ► (from-to) pointers, by a change in color and by the value of the original residue (regular font) and the new residue (bold font).
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P84232 a-y_s-vm 1 Poroderma africanum Poroderma Galeoidea
Chondrichthyes

EE987917 a-y_s-vm 1 Leucoraja erinacea Leucoraja Pristiorajea
Squalea

AF112370.1 s-y_a-ig 4 Squalus acantias Squalus Squaliformes

DQ533475.1 a-y_s-vm 3 Uranoscopus sp. (3) Uranoscopus

DQ533457.1 a-y_s-vm 3 Siganus sp. Siganus

CAAE01002754.1 a-y_s-vm 2 Tetraodon negroviridis Tetraodon
CAAE01014974.1 s-y_a-ig 1 Tetraodon negroviridis Tetraodon

DV567621.1 s-y_a-ig 6 Platichthys flesus Platichthys

DQ028089.1 a-y_s-vm 1 Gasterosteus aculeatus Gasterosteus

AV670783.1 s-y_a-ig 5 Oryzias latipes Oryzias Percomorpha

CN971412.1 s-y_a-ig 7 Fundulus heteroclitus Fundulus

BU806174.1 s-y_a-ig 3 Takifugu rubripes Takifugu
Clupeocephala

CO541837.1 s-y_a-ig 1 Gadus morhua Gadus

X01064.1 a-y_s-vm 2 Oncorhynchus mykiss Oncorhynchus
Salmoniformes

BG934521.1 s-y_a-ig 5 Salmo salar Salmo 95S
95A

P84231 a-y_s-vm 1 Ictiobus bubalus Ictiobus Actinopterygii

XM_684297.1 a-y_s-vm 6 Danio rerio Danio Gnathastomata
BC097060.1 a-y_s-vm 16 Danio rerio Danio
XM_692955.1 s-y_a-ig 31 Danio rerio Danio Otocephala

CK404159.1 s-y_a-ig 3 Ictalurus furcatus Ictalurus
CK420105.1 s-y_a-ig 6 Ictalurus punctatus

X51897.1 s-y_a-ig 2 Oryctolagus cuniculus Oryctolagus Lagomorpha

NT_039578.5 a-y_s-vm 96c 4+ Mus musculus
X80324.1 a-y_s-vm 96c 2 Mus pahari Mus
NT_039578.5 a-y_s-vm 7+ Mus musculus Mus Glires Teleostomi
X80326.1 a-y_s-vm 2 Mus pahari Mus
NT_039188.5 (introns) s-y_a-ig 17+ Mus musculus Muridae

L19706.1 a-y_s-vm 96c 2 Rattus norvegicus Rattus Muroidea
XM_227460.3 a-y_s-vm 7 Rattus norvegicus Rattus
BC063159.1 s-y_a-ig 15 Rattus norvegicus Rattus

Rodentia
X80330.1 a-y_s-vm 2 Cricetulus longicaudatus Cricetulus Cricetidae

AY533212.1 s-y_a-ig 1 Chinchilla lanigera Chinchilla (130M)

CX625224.1 ?-y_a-ig 1 Spermophilus tridecemlineatus Spermophilus Sciuridae 96C
96S

NM_003529.2 a-y_s-vm 96c 27+ Homo sapiens Homo Eutheria
NM_021059.2 a-y_s-vm 6+ Homo sapiens Homo
NM_002107.3 s-y_a-ig 9+ Homo sapiens Homo

NW_107908.1 a-y_s-vm 96c 9 Pan troglodytes Pan
NW_101970.1 s-y_a-ig 3 Pan troglodytes Pan Hominidae Vertebrata

Pongo Primates

BV445083.1 a-y_s-vm 96c 5 Macaca mulatta Macaca Cercopithecidae
CB552347.1 s-y_a-ig 16 Macaca mulatta Macaca

XM_540290.1 a-y_s-vm 2 Canis familiaris Canis
XM_537232.2 s-y_a-ig 3 Canis familiaris Canis Carnivora Mammalia

AY667159.1 s-y_a-ig 1 Felix catus Felis

CX061288.1 s-y_a-ig 23 Sus scrofa Sus
Artiodactyla Amniota

XM_866686.1 a-y_s-vm 6 Bos taurus Bos
XM_883116.1 s-y_a-ig 20 Bos taurus Bos 35V-54Y-119I
NW_928743.1 s-y_a-ig 3 Bos taurus Bos 35M-54H-119V

NW_001799684.1 a-y_s-vm 96c 7 Equus caballus Equus Perissodactyla
NW_001799851.1 a-y_s-vm 2 Equus caballus Equus Sarcopterygii

NW_001581876.1 a-y_s-vm 5 Monodelphis domestica Monodelphis Marsupialia

NW_001781433.1 a-y_s-vm 16 Ornithorhynchus anatinus Ornithorhynchus Monotremata

X14732.1 a-y_s-vm 1 Cairina moschata Cairina

X62291.1 a-y_s-vm 20 Gallus gallus Gallus Aves
NM_205296.1 s-y_a-ig 30 Gallus gallus Gallus

DQ217329.1 s-y_a-ig 16 Taeniopygia guttata Taeniopygia Reptilia Chordata

AY701859.1 s-y_a-ig 2 Gekko japonicus Gekko Gekkota

DY404105.1 s-y_a-ig 1 Lachesis muta Lachesis Serpentes

X03104.1 a-y_s-vm 9 Xenopus laevis
CR855729.2 a-y_s-vm 4 Xenopus tropicalis Xenopus
AF549994.1 s-y_a-ig 42+ Xenopus laevis Xenopus
BC061408.1 s-y_a-ig 13 Xenopus tropicalis Amphibia

BI817308.1 s-y_a-ig 3 Ambystoma mexicanum Ambystoma

DW023031.1 s-y_a-ig 32 Petromyzon marinus Petromyzon  Hyperoartia

AU240205.1 a-y_?-?? 1 Ascidia sydneiensis samea Ascidia Ascidiidae

AY383569.1 s-y_a-ig 1 Ciona intestinalis Ciona Cionidae Ascidiacea

S64499.2 a-y_s-vm 1 Styela plicata Styela Styelidae
Urochordata

AJ494848.1 a-y_s-vm 1 Oikopleura dioica Oikopleura Appendicularia
AJ626746.1 s-y_a-ig 1 Oikopleura dioica Oikopleura

X07504.1 a-y_s-vm 2 Pisaster brevispinus
X07503.1 a-y_s-vm 2 Pisaster ochraceus Pisaster Deuterostomia

Forcipulatacea
X54114.1 a-y_s-vm 1 Pycnopodia helianthoides Pycnopodia

Asterozoa
X54115.1 a-y_s-vm 1 Solaster stimpsoni Solaster Spinulosacea

X07505.1 a-y_s-vm 1 Dermasterias imbricata Dermasterias Valvatacea

M25281.1 a-y_s-vm 3 Paracentrotus lividus Paracentrotus Echinodermata 81E ◄ 81D
AJ277901.1 (introns) s-y_a-ig 2 Paracentrotus lividus Paracentrotus Echinidae 81E ◄ 81D

M10558.1 a-y_s-vm 5 Psammechinus miliaris Psammechinus Echinoida

M36921.1 a-y_s-vm 1 Strongylocentrotus droebachiensis
NW_783816.1 a-y_s-vm 11 Strongylocentrotus purpuratus Strongylocentrotus 41Y-71V-90M
CX557652.1 a-f_s-vl 3 Strongylocentrotus purpuratus Strongylocentrotus 41F-71I-90L Echinozoa
NW_677490.1 s-y_a-ig 59 Strongylocentrotus purpuratus Strongylocentrotus

X00593.1 a-y_s-vm 3 Lytechinus pictus Lytechinus

X53330.1 a-y_s-vm 1 Platynereis dumerilii Platynereis
Polychaeta Annelida

U96764.1 a-y_s-vm 2 Chaetopterus variopedatus Chaetopterus

CF416286.2 ?-?_a-ig 3 Lumbricus rubellus Lumbricus Oligochaeta
Lophotrochozoa

X58895.1 a-y_s-vm 1 Urechis caupo Urechis Echiura

AY579139.1 a-y_s-vm 3 Margaritifera falcata Margaritifera Paleoheterodonta

DQ458516.1 a-y_s-vl 2 Globivenus sp. Globivenus

DQ458535.1 a-y_s-vl 3 Timoclea sp. Timoclea Bivalvia
Veneridae

DQ458357.1 a-y_s-vl 3 Venus sp. Venus
Heteroconchia 90L ◄ 90M Mollusca

DQ458531.1 a-y_s-vl 1 Venerupis decussatus Venerupis
AY916803.1 s-y_a-ig 3 Venerupis philippinarum Venerupis

P84248 s-y_a-ig 1 Spisula solidissima Spisula Mactroidea

BG624221.1 s-y_a-ig 2 Crassostrea virginica Crassostrea Ostreoida

DQ418455.1 a-y_s-vm 1 Chlamys farreri Chlamys
Pectinoida

Pteriomorphia
CB414012.1 s-y_a-ig 14 Argopecten irradians Argopecten

AJ492923.1 a-y_s-vm 5 Mytilus edulis
AY267748.1 a-y_s-vm 2 Mytilus galloprovincialis Mytilus Mytiloida
AY267747.1 a-y_s-vm 1 Mytilus trossulus
AY267745.1 a-y_s-vm 1 Mytilus californianus
AY267746.1 a-y_s-vm 1 Mytilus chilensis

AY064472.1 a-y_s-vm 1 Aplysia californica Aplysia Gastropoda

DW474778.1 s-y_a-ig 1 Biomphalaria glabrata Biomphalaria

CF076032.1 a-y_s-vm 1 Hypsibius dujardini Hypsibius 96A ◄ 96S Apochela Tardigrada
CF544678.1 s-y_a-ig 2 Hypsibius dujardini Hypsibius

AF370814.1 a-y_s-vm 1 Carcinoscorpius rotundicauda Carcinoscorpius Xiphosura
CK086663.1 s-y_a-ig 1 Carcinoscorpius rotundicauda Carcinoscorpius Chelicerata

EF449531.1 a-y_s-vm 11 Theridion sp. Theridion Arachnida

CO202107.1 s-y_a-ig 1 Cupiennius salei Cupiennius

BF023919.1 s-y_a-ig 2 Litopenaeus vannemei Litopenaeus
Dendrobranchiata

CN654936.1 s-y_a-ig 4 Penaeus monodon Penaeus
Decapoda

DQ079675.1 a-y_s-vm 2 Homarus americanus Homarus Nephropoidea
EH401663 s-y_a-ig 2 Homarus americanus Homarus

Pleocyemata
CV070883.1 s-y_a-ig 3 Callinectes sapidus Callinectes

Heterotremata
DW584997.1 s-y_a-ig 5 Carcinus maenas Carcinus Brachyura Malacostraca

DW175077.1 s-y_a-ig 2 Celuca pugilator Celuca Thoracotremata

AJ238321.1 a-y_s-vm 1 Asellus aquaticus Asellus
Isopoda Pericarida Crustacea Arthropoda

CO868822.1 s-y_a-ig 1 Eurydice pulchra Eurydice

EL774014 a-y_s-vm 1 Calanus finmarchius Calanus
Copepoda Maxillopoda

M84797.1 a-y_s-vm 2 Tigriopus californicus Tigriopus

BQ563179.1 s-y_a-ig 1 Artemia franciscana Artemia Anostraca Branchipoda

AT003793.1 s-y_a-ig 1 Pyrocoelia rufa Pyrocoelia Elateriformia
Polyphaga

AJ566015.1 a-y_s-vm 3 Pimelia sparsa Pimelia
AJ566021.1 a-y_s-vm 3 Pimelia laevigata Cucujiformia

NW_001092881.1 (introns) s-y_a-ig 3 Tribolium castaneum Tribolium

AY745673.1 a-y_s-vm 2 Amphizoa sp. Amphizoa Amphizoidae Coleoptera

AY745676.1 a-y_s-vm 2 Agabus sp. Agabus
Dytiscidae Endopterygota

AJ849041.1 a-y_s-vm 10 Copelatus sp. Copelatus Adephaga

AY745682.1 a-y_s-vm 1 Haliplus lineatocollis Haliplus Haliplidae

XM_396398.1 a-y_s-vm 1 Apis mellifera Apis Apoidea
XM_393454.1 s-y_a-ig 2 Apis mellifera Apis Hymenoptera

X77742.1 ?-y_s-vm 1 Leptothorax acervorum Leptothorax
X77740.1 ?-y_a-ig 3 Leptothorax acervorum Leptothorax Vespoidea

Ecdysozoa
DY453381.1 ?-?_a-ig 1 Choristoneura fumiferana Choristoneura Tortricidae

Lepidoptera
DQ443228.1 a-y_s-vm 1 Bombyx mori Bombyx
DQ311185.1 s-y_a-ig 2 Bombyx mori Bombyx

Obtectomera
DT663268.2 s-y_a-ig 5 Heliconius erato Heliconius

CA798691.1 ?-?_a-ig 1 Manduca sexta Manduca

EL929616 s-y_a-ig 2 Ostrinia nubilalis Ostrinia

AB044544.1 a-y_s-vm 1 Drosophila americana
AB019406.1 a-y_s-vm 1 Drosophila erecta
AB044541.1 a-y_s-vm 1 Drosophila ficusphila
X17072.1 a-y_s-vm 2 Drosophila hydei
AB044542.1 a-y_s-vm 1 Drosophila immigrans
AB044543.1 a-y_s-vm 1 Drosophila lutescens
AB019403.1 a-y_s-vm 1 Drosophila mauritania
NM_001032114.1 a-y_s-vm 26 Drosophila melanogaster
AB019407.1 a-y_s-vm 1 Drosophila orena
AB044539.1 a-y_s-vm 1 Drosophila persimilis
AB044538.1 a-y_s-vm 1 Drosophila pseudoobscura
AB019402.1 a-y_s-vm 1 Drosophila sechellia
AB019401.1 a-y_s-vm 2 Drosophila simulans
AB044540.1 a-y_s-vm 1 Drosophila takahashii
AB019404.1 a-y_s-vm 1 Drosophila teissieri
U82928.1 a-y_s-vm 3 Drosophila virilis
AB019405.1 a-y_s-vm 2 Drosophila yakuba Drosophila
X81208.1 s-y_a-ig 2 Drosophila hydei Drosophila
NM_078540.4 s-y_a-ig 11 Drosophila melanogaster Brachycera
CH379061.2 s-y_a-ig 1 Drosophila pseudoobscura
AY231774.1 s-y_a-ig 2 Drosophila yakuba

AY521702.1 s-y_a-ig 1 Dolichopeza subalbipes Dolichopeza

AF378198.1 a-y_s-vm 1 Rhynchosciara americana Rhynchoscaria Bibionomorpha
Diptera Hexapoda Bilateria

DQ533353.1 a-y_s-vm 1 Chironomus marmoratus
X56335.1 a-y_s-vm 2 Chironomus thummi Chironomus

XM_305996.1 a-y_s-vm 8 Anopheles gambiae Anopheles Culicimorpha
XM_321242.2 s-y_a-ig 2 Anopheles gambiae Anopheles
XM_320336.2 s-y_a-va 5 Anopheles gambiae Anopheles

89I-90G
CH477283.1 a-y_s-vm 12 Aedes aegypti Aedes 89V-90A
CH477377.1 s-y_a-ig 1 Aedes aegypti Aedes
CH477764.1 s-y_a-va 1 Aedes aegypti Aedes

DQ445518.1 s-y_a-ig 1 Graphocephala atropunctata Graphocephala Cicadellidae
Paraneoptera

EF070518.1 s-y_a-ig 2 Maconellicoccus hirsutus Maconellicoccus Aphidiformes

BG302342.1 s-y_s-vl 6 Trichinella spiralis Trichinella 31S-32A ◄ 31A-32T
BQ693110.1 s-y_a-ig 8 Trichinella spiralis Trichinella
AF323993.1 s-y_a-ig 1 Trichinella pseudospiralis Trichocephalida 90L

96A ◄ 96S ▲
BF169313-1 t-y_a-eg 2 Trichuris sp. (2) Trichuris 31T-89E ◄ 31S-89I 90M Enoplea

CV508968.1 a-y_s-vm 3 Xiphinema index Xiphinema Dorylaimida
CV508305.1 s-y_a-ig 5 Xiphinema index Xiphinema

DN557391.1 a-y_s-vl 1 Litomosoides sigmodontis Litomosoides
Spirurida

AA934210.1 s-y_a-ig 2 Onchocerca volvulus Onchocerca Nematoda

CB014456.1 a-y_s-vl 1 Ascaris suum Ascaris 68R ◄ 68Q Ascaridida

CN193742.1 a-y_s-vl 1 Meloidogyne hapla
CF357095.1 a-y_s-vl 1 Meloidogyne arenaria
CD682526.1 a-y_s-vl 3 Meloidogyne chitwoodi
BM881958.1 a-y_s-vl 2 Meloidogyne incognita Meloidogyne

BQ580457.1 a-y_s-vl 2 Pratylenchus penetrans Pratylenchus
BQ626741.1 s-y_a-ig 1 Pratylenchus penetrans Pratylenchus 135T ◄ 135A

Tylenchida
CO897945.1 s-y_a-ig 1 Radopholus similis Radopholus

CV577814.1 s-y_a-ig 1 Globodera pallida
BM346039.1 s-y_a-ig 6 Globodera rostochiensis Globodera 90L

▲ 90M Chromodorea Metazoa
CD748308.1 s-y_a-ig 12 Heterodera glycines Heterodera

BI502198.1 a-y_s-vm 1 Strongyloides ratti Strongyloides 53K-95S-96A ◄ 53R-95A-96S
BM879977.1 s-y_a-ig 2 Strongyloides ratti Strongyloides 53K-102A-124V Strongyloididae
BI323655.1 s-y_a-ig 1 Strongyloides ratti Strongyloides 53R-102G-124I 96A ◄ 96S
BE581363.1 s-y_a-ig 16 Strongyloides stercoralis

BI322760.1 s-y_a-ig 4 Parastrongyloides trichosuri Parastrongyloides Panagrolaimoidae

CAAC01000016.1 a-y_s-vm 3 Caenorhabiditis briggsae Caenorhabditis 95S ◄ 95A 32A
▲

NM_074632.1 a-y_s-vm 14 Caenorhabiditis elegans Caenorhabditis 32S ◄ 32T 96A ◄ 96S Rhabditina
NM_076943.2 t-y_a-ig 1 Caenorhabditis elegans Caenorhabditis 124I 31T ◄ 31S
NM_067207.3 t-y_a-ig 1 Caenorhabditis elegans Caenorhabditis 124M 89V ◄ 89I
CAAC01000056.1 (intron) t-y_a-ig 1 Caenorhabiditis briggsae
DY529549.1 t-y_a-ig 3 Caenorhabditis remanei
CAAC01000078.1 (introns) t-y_a-vg 1 Caenorhabiditis briggsae Caenorhabditis

BM319987.1 s-y_a-vg 4 Pristionchus pacificus Pristionchus 96A ◄ 96S Diplogastrida

CB190687.1 s-y_a-ig 5 Ancylostoma ceylanicum
BF250036.1 s-y_a-ig 9 Ancylostoma caninum Ancylostoma

Ancylostomatoidea
BU088987.1 ?-?_a-ig 1 Necator americanus Necator

Strongylida
BM512985.1 s-y_a-ig 1 Ostertagia ostertagi Ostertagia

BM139263.1 s-y_a-ig 2 Haemonchus contortus Haemonchus
Trichostrongyloidea

EB186505.1 s-y_a-ig 3 Nippostrongylus brasiliensis Nippostrongylus

BU799242.1 s-y_a-vg 17 Schistosoma japonicum Schistosoma Trematoda 89V ◄ 89I Platyhelminthes ?
AA999409.1 s-y_a-vg 2 Schistosoma mansoni

DY523208.1 ?-?_v-ig 1 Philodina roseola Philodina 87V-102S-134C ◄ 87A-102G-134A Rotifera ?

L11067.1 a-y_s-vl 3 Acropora formosa Acropora 90L ◄ 90M Scleractinia Anthozoa
Cnidaria

AY428830.1 a-y_s-vm 1 Aurelia aurita Aurelia Scyphozoa

AY428829.1 a-y_s-vm 1 Liriope tetraphylla Liriope Trachymedusae
Hydrozoa

CD567336.1 a-y_t-vm 5 Hydra magnipapillata Hydra
CV660244.1 s-y_a-ig 14 Hydra magnipapillata Hydra
AY383572.1 s-y_a-ig 1 Hydra vulgaris 87T-106E ◄ 87S-106D Anthomedusae

CO540546.1 s-y_a-ig 1 Hydractinia echinata Hydractinia

s-y_a-ig 1 Buddenbrockia plumatellae Buddenbrockia 96A ◄ 96S Myxozoa (unclassified)
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